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— radioactive assay 107

— structure  24ff.

— substrate 242

histone arginine demethylase 45

histone arginine methyltransferase 39

histone code 87, 268

— hypothesis 5, 139

histone binding domain (HBD) 7
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histone deacetylase-like protein (HDLP) 30,
62ff,,

histone demethylase (HDM)
2671f.

histone demethylation 252, 268

— mechanism by LSD1 catalysis
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lactam-based inhibitor 71

lead identification  571f.

— computer- and structure-based 57ff.

ligand docking 59

LTK-14 246

luminescent oxygen channelling
immunoassay (LOCI) 108

lysine demethylase 111

- JHDM1 (KDM2) 43

Index

lysine histone demethylase (KDM) 41

-KDM1 41

lysine methylation 251

lysine methyltransferase (KMT, PKMT) 36,
110, 252ff.

—cancer 253

- GY9a 76ff,, 250ff.

— inhibitor 258f.

lysine-specific histone demethylase (LSD1,
AOF2, BHC110, KDM1, p100b) 41, 78,
111f, 252, 269ff.

— clinical study 105

— inhibitor 272

— mechanism for demethylation by LSD1
270

— potential drug target 271

m

MAL (Boc(Ac)Lys-AMC) 102

mass spectrometry  89ff.

— histone modification analysis 87

MB-3 244

MC1626 245

MC1752 245

MC1823 245

MeCP2 (methyl CpG binding protein 2) 125

MEF 125

MEK/ERK1/2 235

metabolic syndrome
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